® 5l

Q%

TFARIA Y 137
TFARFA RHA e 103
TT4 R FV

..................... 26, 137’ 186’ 219
TT A RRTF VR 138
TTARRTFVREERT TR
....................................... 186
TARB =S R 64, 145
7: /E&fﬂ ................................. 55
TIVIINA 2P 145
V2 a7 | EERIRES 171

.......................................... 86
7»/4-;(_4 ~/~/7 ..................... 17
TYRAY P AT 4 HN=—X--- 183
ﬁ@ﬂiﬂlﬁﬁﬁﬁ ........................... 105
AP 76
AR Ve 22,55, 134, 171
AL v AV /IGF ¥ 7 F )L

........................ 15’ 56’ 62’ 110
A VA VB 206, 208
A VR ¥ REZBBEIRIF-- 81
A YR A 104, 185
/f \/7 -7—?\/._L\ .................. 124
I A ARG e 182
IRV E—=INT U R 79
PERE v 122
RIEVES A B AA s 220
REPEBABR- - 86, 87
F—=r 77— 15, 43, 47, 53

224 (3396)

FEREY: Vol. 31

A= r7 7Y PR T 54
j‘ A -7‘ j— ;?‘ 7 g— N2 R PP RPN ’7’7
j‘ v aA 57 q— N2 M .................. ’77
®
T%DE;IJE@ ................................. 99
ﬁ]% H H%ﬁ- .............................. 115
BT K Ly 205
BLT e 151
117 (R LI PPPRPIPIPRPPPPRRIRRRRPPP 17
e Y SRRRIIRIERERRTTPPPPPMR 143
A A= 12 DIEYEAL e 64
i, 57 ? __,E ........................... 144
%@EE%%H%& ........................... 81
FEPERIE & S 2/ Doeeeeeeeeeeeees 60
/E"H:ﬁé%?éfi ..................... 55, 141
2] I r7 AR R EE PR 60
FHIUISA UL veeererrmrmrmnniiiiiiins 63
Ara ) —lkR

- 15, 22, 45, 56, 110, 182, 204
A ) —HREEHEA e 182
DS 42
Iﬁiﬁ@%ﬂj ........................... 129
Fﬁﬁb_{ﬂ/‘]%@ﬁ .............................. 27
%/Xﬁﬂw@ ................................. 176
BEHHIE = s e 177
Hq:%ﬁ ....................................... 80
IR » IR vveeervreereeeeeees 64
DS AAEAE oo 164
B e 53
BRI oo 81, 95
ISR BEAGRE oo 146
VA=A 3  IEEERTTRTTTTRpppoey 63
FIU T R S0
7 % y f— ﬂ— DR R R PP PR PR 143
J AR T U oeeeeeneeineee 46
Ifﬂ%“qzrﬁ'%%l]]ﬂﬂ ........................ 91
}7» I :/ﬁgﬁ ........................... 187
(i35S 1 RN LERRE 12, 182
(IR IGoeeeeeeeeeeee 219

No. 20 (¥4F) 2013

{E% E' z!: 21 ........................... 12
K%H:‘ﬁ” ................................. 185
T'E“[“]ﬂ%ll .................................... 132
QEE\W%% ................................. 88
NG RS e 185
%‘ﬁ%{b .................................... 13
EEJER] - 3 C TIPS RORIeS 13
EPREALoeereeeeeeeees 18, 126
=2 -3/ RIS 72, 81, 96
BRI e 177
AV PR R T 16
?_ Fadv

------------ 45, 120, 202, 203, 209
=T 2 A VIR 19, 185
P—F 2LV EAL 46
P—F 2l VT 7 Y e 93
AR SR ETR B oo 53
M DAY 69
it - 18, 148, 155, 164, 220
ﬁﬂ]ﬂﬂ%ﬂﬁﬂiéﬁ ........................ 169
-}j-/f |V 7‘ ........................ 46
P AR T e 72, 220
BRILA B L R 132, 183
ﬁxyk&‘ ..................... 115, 1 17
b7 | S PR RRRPRRRS 93
BUR T EBUIEIES oo 95
BUR T AL oo 80
AT L FTAFT I R 15
BIARGUPEE - vvvmmmmmmmmmmmmemmnnnnns 123
> 7";( ﬂﬁ/l@ ........................ 81
HEHB%H%& .............................. 103
HEHB%E%&M: ........................ 105
}l}ﬁi ....................................... 12
HE)‘E‘ ....................................... 56
DT 13
TP oo 99
FERTHRFIA] 2 IR oo 120
LEARIBR oo 40, 109, 132, 191



=

AR e 56
H%B %Eﬂﬂﬂ ................................. 91
A== A F T R 143
AR=rR— Y FF YTV 218
Z 57 q— \/ .............................. 185
A b L AIGE:MAP % ) —¥

....................................... 112
AL TP U 58
AEFETEBI v 12, 85
]ﬂ:f?@] .................................... 98
Hﬁgs:]i .................................... 17
éEﬁﬁ ....................................... 98
E‘Zﬁﬂ" JUTE e 15
RESVEY /A VA VEEBRE

% T ocrreeeee 30
BRIV E VAR

RGOS Y IRD L e 31
DI 129
igﬁf?i)j ................................. 98
%}7“‘/ L\%i@ﬁé*ﬁ- .................. 222
%@ﬁgz{%iﬁ: ..................... 165
;f]%m .............................. 109’ 130
%mﬁ?%mna ........................... 176
FHAR - DRI Y b7 — e 15
FHRRE 2 S 2= —> g v 76
FHER Y BT Y > e 91
gﬁ%ﬁﬁﬁ ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 97
B oo 134, 204
H}E—;:/n/ﬂﬁ@?% ..................... 210
57 2 F AUEESR oo 46, 210
BABR:--ooeeemmevveemiiiii 85
M%E@@lﬁ& ..................... 111’ 132
G SR 112
ﬁ—j— I/ F‘ 3", :‘/ 2R PP PP 143
q:*lz*qga'ﬁ%;ﬁ .............................. 79

FEhaER# Vol. 31

IS8 i1 e T TIIRPPPIPPRISPPRRIP 229
H%]j\],%ﬂ] .............................. 168
HBTGTFE - vvveeeemmeeremineeeens 218
BT v oo 132
FURT e 15, 49, 65, 156, 169
FHATGTF = o 65
TR T A 15, 67
ARG oooeeeee 141
TR 56, 135, 205, 206
P PRI TR e 184
H%ﬁ‘]‘fﬁfﬁ? ........................... 117
9 YRS YT b= DT 222
F72vAL—va Y —F
(BFZE) woovvvreeeeiineeeens 20, 208
FL =R 7 e 17

...................................... 116
ZSa R /51| R R R AR RO PRRRRERPPPRPRR 96
T T e 20
H’%E(ﬁ(ﬁiﬂf;& ..................... 219
S T 178
?_#\/y\/ﬁ ..................... 145
NAF = —A— (LY

................................. 155’ 183
EWB—% .................................... 56
%ﬁ;;‘j ................................. 164
FERIZ 2 — T 82
PSR VR e 87
IRTEF =T APl 125
DSOS F U 89
FET N 3 — VAENRWHEIFZE - 107
)lﬂ ....................................... 115
t A ]\ y7_7 ..................... 149
HE{% ........................ 25’ 102y 136
ﬁ%# ........................... 19, 218
ﬁ%ﬁ%—ﬁg;‘:ﬁ .............................. 19
7 T ://j'\}]/ i DR R R R R PP PR PP 195
ATEEX GO o 149
T U AT g e 17
TN T e 75
ANTF T RPT Y rrrernrnrnenenens 149
ﬁ@ﬁnﬁ%ﬁgg%@g ........................ 88

No. 20 (¥4F) 2013

MRFIFAS I EERS. 5D £7

%ﬁ{z‘g&}? Cl q s 122
FOVE v ZEERTEEAGH 186
FVE Y FGF subfamily

RN 62
[N o R 129
BRI oo 43
3’ 2‘?4’ Ve 76
RA DTG T 84
A (A 61
A= A e 85, 103
ARGULT R T e 220
DR Y W R 141
AI\:E‘IV;!:%JIE .............................. 220
E 71‘% y ;)’- 2R PP PPPPRRR 76
S har Y753, 141, 204, 207
ShaYFYTZDNA e 141
SEavRU7 7= AIVE

.................................... 142
AYRYy 7 Fa—L

........................... 25’ 102’ 136
){ %}b{h .............................. 131
R BRIV T S 184, 195
)( -}X ................................. 146
A aANTF v AT - 108
AT ANF VR 83
RF )T Y 115, 116
A7/ T SEBIE I AR AT

................................. 115’ 116
ﬁ{g}[ﬂ%ﬂﬁ” ........................... 186
%E]H;%‘ .................................... 115
u_lzlgﬁﬁg ................................. 20
g<74» v

--------------- 19, 40, 57, 186, 195
T8 A 2V A 195
T T e 151
VARY—L7u7rA )y 197
1) N T P IPP 60
DIVA. Y AEERTTTTTTTRPPPPOOPPPR 131
LTV R0 7 7= 89
LARS fa—)L

--------------- 51, 58, 186, 196, 212
1/7%*/ ........................... 26, 80

225 (3397)



%fhﬁ%ﬁfi"& .................. 45, 220
%ﬂjﬂ:ﬁg .............................. 220
TA T T I R e 197
T T ) G e 185
TN A B R e 17

- kx|
(A

acetyl-CoA carboxylase (ACC)

.......................................... 83
activities of daily living (ADL)

....................................... 219
Ad4BP ................................. 82
adlpOCytOklne ..................... 103
AdIpORT  covreeereeereeieeeeees 138
AdIpORZ  woovrerereeeeeeeee 138
Akt .................................... 171
AKT ........................... 23’ 131
o _Klotho .............................. 60
Ames dwarf =7 A oo 30
Ames <2 r7 A R R R RN 187
AMPK ........................ 55’ 74, 83
AMP % F—#% oo 27,135, 138
Ang II .............................. 1 ’71
APC/COIL v 167
ARB oreeminiri, 185
arcuate nucleus (Arc) oo 95
ATF_?) .............................. 106

B -glucuronidase JG oo 62
B —glycosidase -+ eereeeenn 62
BRASTO ........................... 180
BRASTO =7 A ooeeeeeeeeees 96
C1 inhibitor -« 126
(O B o L LR 125

226 (3398)

FEhaER# Vol. 31

Cl %ﬁé{z{; ........................... 126
carnitine palmitoyl transferase 1
(CPTI) .............................. 83
CCLI 1 .............................. 178
CD38 rverrrrrrrrii 211
Centenarian study - 19
ChIP-seq «oorereeereeeeeneeens 150

CR 15, 22, 45, 56, 110, 182, 204

CR &{M% ........................... 183
Cyp27b1 Efﬁ? ..................... 62

(DFLE) +oooeeesnsnssnns 222

dWarf ? D2 ]\ ........................... 33
ENAMPT ........................... 205
eRapa ................................. 195
Erk ....................................... 25
ERK]/Z %%E% ........................... 8 1
FGF15 .................................
FGF23  creverreerrrenenes
FIRKO -
FOXO ........................
FOXO?)a ..............................
FOXO/4E-BP
Gega/cg ........................... 167
GABAfEEifE =2 —a > e 82
y _HZAX ........................... 156
GDFI T oo 1 78
GHR/BP ................................. 31
GnRH ........................... 84’ 180
GWAS e 222
HZOZ ................................ 143
hepatocyte nuclear factor-4
(HNF_4) ........................... 187
heterochronic parabiosis - 179

No. 20 (¥4F) 2013

HIFI ................................. 173
highly optimized tolerance (HOT)
architecture ........................ 1’7
HMGA .............................. 149
HPL oo 158
O o0
IGF-TR +oeeeermeesmens 23
IGF-1 3 7 F AR R oo 15
IKK B /NE=gBeooeeeeoeenseninin 83
IL,6 .................................... 76
ILID < 17 A e 33
ILP ....................................... 22
INAMPT ........................... 205
Induced fit model -----eeeeeeeeee 63
Inﬂammaging ..................... 122
inﬂammasome ..................... 124
inflammatory monocyte --- 86, 87
Interventions Testing Program
(ITP) ........................ 19’ 195
IPS %EHHE ........................ 69’ 222
IR ....................................... 23
irisin .................................... 76
IRS ....................................... 24
IRS_2 .................................... 24

LATST  coovoeeessssscsnnns 165

mHZA .............................. 158
I CT /f )( —_— \‘/“ N2 7“ .................. 63
Mincle .............................. 106
mtDNA .............................. 146
MTOR  ++oveveeees 15, 27, 37, 190
MTORCI +eesevseresnnes 37, 192
MTORCT A voveeeeenns 55
mTORC2 .............................. 37



NA .................................... 21 1
NAD coeveerrermrnmrnernaeaenns 46, 202
NAD F o e 21 1
NAD +é~hjz .............................. 1 9
NAD A BRI - oveeveeeeeeeees 19
NAD IR o 205
Na+, K+_ATPase .................. 60
NAM ................................. 21 1
NAMPT «eeveeemeeeeeeees 202, 203
NAPIZA - 63
National Institute on Aging (NIA)

.......................................... 19
Nat OPLEERJEL  voovveereeeeeeens 61
NMN oo 203, 206, 211
NOX] iﬁfﬁ? ........................... 91
NPY ................................. 186
NPY ZHEBET7T IR e 186
NR cooveern 207, 211
Nrfz .................................... 55
o?f—targ??dj% ----------------- 185
orexin type 2 receptor (Ox2r)

.......................................... 96
p 1 6 .................................... 1 57
PLENKAD oo 164
pzl .............................. 1 57, 1 71
p38 MAP %’, -j— __,k“ .................. 25
p53 .............................. 169’ 170
p62 ....................................... 55
PAPP_A ................................. 32
PARP ................................. 21 1
patrolling monocyte - 87
pattern recognition receptor

(PRR) oo 123
Pepck .................................... 74
PGC-la oo 47, 74, 139
pthI‘leln .............................. 75
PI3K .................................... 23
PI3 ¥ F— s 134
PKC-0 oo 165
POMC (proopiomelanocortin)

e T o PP 81
PRIMT =1 ceeeeermernmmnemnannannns 131

FEhEpES: Vol 31

protein tyrosine phosphatase 1B

(PTPIB) .............................. 83
PTH  covvoverrrmrmmremrnmeneneaeneins 61
REAB=T +vvvveereemenmennnnneianinains 27
r]‘ct_] .................................... 39
ROS ........................... 1 52’ 1 71
g(l ................................. 192
S6 # -j-__,t) ........................... 38
S100A8
S100A9
SA-B-gal v 155, 170
SAHF v 149, 157

Senescence-associated secretory
phenotype (SASP)
..................... 86, 124, 165, 220

19, 185, 211

steroidogenic factor 1/adrenal 4
binding protein (SF1/Ad4BP) --- 82

suppressor of cytokine signaling-3
(SOCSS) .............................. 83

suprachiasmatic nucleus (SCN)
....................................... 1 15

T cell protein tyrosine phos-

phatase (TCPTP) eweeeereeee 83
TERT -cccvveermreeeeeeiieeeeees 68
TIF --oeeeeeeeieeeeeeens 1 56
Ll w v 66
TLR - cevveeeeeneeeeeeeiieeeee 123

No. 20 (##l) 2013

MRFIIAS IS TR 2D £ 3

TLRA S 77 F L wovesmeeinnns 90
TNFa ................................. 171
TOR wveeeennnes 23,110, 111
TORGEG - -vvvvvrvemmmeeeeeeenees 110
TRPVE «eevrrereenereinaneiaeennns 62
UQLK *ﬁ?ﬁ; ........................... 54
VIMH ceeeerermmmreneneinaeeieinn, 80
Warburg &‘jj% ........................ 50

Whole genome sequence (WGS)
....................................... 222
WL oo 62, 178
Wit s 77 )L e 126
227 (3399)




