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marker) 4,275
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ADPDPSANZ 130
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BRI oo 264
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CD31 oo 115
CD34 oo 109
CD38 oo 48. 109
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CHS (contact hyper sensitivity)
................................................... 69
CITE-Seq e 20
CHEK=IT oo 55
Collagenase D oo 159
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CTLAL oo
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Cytek Aurora
Cytobank 9
Cytobank Premium 9

CyTOF (cytometry by time-of-
flight mass spectrometry)

.............................. 84, 176, 273, 298
cytolytic granule 43
D~F
Debris removal solution - 177
Dispase I 159
DNase T oo 159
Dnase II a (deoxyribonuclease-

L —alpha) oo 75
DPEC oo 46
Dri Tumor & Tissue Dissociation

Reagent (TTDR) oo 177
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EEC oo 46
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ESHUE 141
EV (extracellular vesicle)
.......................................... 292, 307
FACS Symphony 40
FACSymphony S6 266
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FMO (fluorescence minus one)
....................................... 29. 44, 308
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FVS440 48
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GEP oo 21
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.......................................... 97. 310
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LIBRA-seq (Linking B cell
receptor to antigen specificity

through sequencing) 265
LT-HSC (Long-Term repoplu-
lating HSC ) 97
Lysosomal-METRIQ 75
LysoTracker 74
Magic Red 74
MAIT (mucosal-associated
invariant T) Hiiz 213
Megakaryocyte 57
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mesenchymal stem cell 127
MFI (mean fluorescence intesn-
sity) 23
MoFlo XDP 135
MOG (myelin-oligodendrocyte
glycoprotein) 69
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MR1 213
MRD (minimal residual disease)
201
mTOR 223
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NovaFluor 13

OMIP (Optimized Multicolor
Immunofluorescence Panel)
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Panel Designer 86

PBMC (peripheral blood mono-
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PCA (principal components anal-
ysis) 300
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single cell RNA seq - 107, 265, 310
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Spectral Unmixing 271

SS (Spillover Spreading) 290

stemness 97
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Tem 46
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TIGIT 48
TIM4 292, 294
Tm 41
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TNF 48

Treg (regulatory T cell) 70,237

TRM (tissue-resident memory T

cells) 172
Trophoblast giant cell 57
Tscm 42

tSNE (t-distributed stochastic
neighborhood embedding)

16, 301

Tumor Dissociation Kit 113

T il 142, 254
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UCP (unusual cell population)
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UMAP (uniform manifold
approximation and projection)
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