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Analyze Skeletons 172
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API 289
apta~oF 104
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BigDataViewer 242, 243
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CSV 774V 136
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Docker 277
Dockerfile 277
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ELEPHANT 242, 243
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European Light Microscopy Initiative (ELMI) ... 327
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FAIR J5HI 284
FastFilters3DZJ A 156
FBbi (Biological Imaging Methods Ontology) ... 288
Feature Extraction 82
Feature] 152
Figshare 274, 284
filter().tubeness AV v K 162
filterIntImageStack XV vk 156
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gaussian 74, 82
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getRawStatistics Vvl 124
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Google Colaboratory (Colabo) 98, 260
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Mastodon 242, 243
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Matplotlib 71, 101
matplotlib.pyplot.imshow 72
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OME (Open Microscopy Environment) ... 319
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plt.imshow *V vk 78
PlugInFilter 121
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RGB i {% 257, 259
RiceBiomassCNN 260
Roi 77 A 123
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RStudio 136
run AV vR 121, 123, 171
R (B 107, 136, 258
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SciJava Javadoc 60
scikit-image (skimage) 81, 99, 145, 146
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setMethod AV v 132
setRoi AV F 124
setSlicelLabel AUk 169
setThreshold Vv F 123
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Settings 77X 227
setTitle xVuF 219
setup AV 121
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show() AVl 118, 160
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Skeletonize 170
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Surfaces Layer 93
|mT

Tagged Skeleton (¥ 7 fFEFHETR) wcoovereeeceeeeeseeeeeeessreeerens 174
TensorFlow 261
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trackIDs XV vK 205
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Zenodo 274, 279, 284
zip A% 28
[ K]

T2 A BT (Modifier) 37
TIF DAYy 2T — D 55T 172
oy 162
LD 74
JCHLDALE (fill holes) 121
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RATEEEZTE (nearest neighbor method) e 252
e 187, 193
T 270, 272
HM#4t (thinning) 170
RARBEHEE (Linking max distance) ... 193
M E# 5 (max intensity projection, MIP) oo, 72
KK EE S (maximum intensity projection) ... 132, 171
e RRHEIEEE (Gap-closing max distance) ... 193
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TR D 5 E] - 45 117, 216
EIE T a0 47
[ )
BEREE (tracker) 192
BEPRETIV 203, 252
[ ke
JE 12 fRAT 253
T = X—=2 284, 333
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Zfiift (binarize) 73, 120, 162
([
i 270
Gy N — 7§ 3 R AT 151
[ K2
VAP FS 96
R 257
s 202
[ JE3
PNeFHNATAK 255
INA F = AHEE 259
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