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workflowlto3.R

library(transomics2cytoscape)
networkDataDir <- tempfile(); dir.
create(networkDataDir)

networkLayers <- system.file("extdata/usecasel”,
"yugi2@l4.tsv", package = "transomics2cytoscape")
stylexml <- system.file("extdata/usecasel"”,
"yugi2el4.xml", package = "transomics2cytoscape")
suid <- create3Dnetwork(networkDataDir,

networkLayers, stylexml)

X2 |V zFtransomics2cytoscapeDIEHREEIZHELN, AAT—FMNEREIZHEYFELS:

workflow4.R

transomicEdges <- system.file("extdata/usecasel",
"allosteric_ec2rea.tsv", package =
"transomics2cytoscape")

suid <- createTransomicEdges(suid, transomicEdges)




